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SEQUENCE LISTING 

<110> GOVERNMENT OF THE UNITED STATES OF AMERICA, AS 

REPRESENTED BY THE SECRETARY, DEPARTMENT OF HEALTH 
AND HUMAN SERVICES 

<120> A HUMAN CYTOTOXIC T-LYMPHOCYTE EPITOPE AND ITS AGONIST 
EPITOPE FROM THE NON-VARIABLE NUMBER OF TANDEM REPEAT 
SEQUENCE OF MUC-1 

<130> 59849-PCT (47992) 

<140> PCT/US04/041921 
<141> 2004-12-10 

<150> 60/529,329 
<151> 2003-12-12 

<160> 42 

<170> Patentln Ver. 3.3 

<210> 1 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Ala Thr Trp Gly Gin Asp Val Thr Ser Val 
15 10 



<210> 2 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Ala Leu Trp Gly Gin Asp Val Thr Ser Val 
15 10 



<210> 3 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Ala Leu Leu Val Leu Val Cys Val Leu Val 
15 10 



<210> 4 
<211> 10 
<212> PRT 

<213> Homo sapiens 
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<400> 4 

Thr lie Ser Asp Val Ser Val Ser Asp Val 
15 10 



<210> 5 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Ala Leu Ala lie Val Tyr Leu lie Ala Leu 
15 10 



<210> 6 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Val Leu Val Ala Leu Ala lie Val Tyr Leu 
15 10 



<210> 7 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Tyr Leu lie Ala Leu Ala Val Cys Gin Cys 
15 10 



<210> 8 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Trp Gly Gin Asp Val Thr Ser Val Pro Val 
15 10 



<210> 9 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Arg Glu Gly Thr lie Asn Val His Asp Val 
15 10 



<210> 10 
<211> 10 



3/10 



<212> PRT 

<213> Homo sapiens 

<400> 10 

Gly Thr Gin Ser Pro Phe Phe Leu Leu Leu 
15 10 



<210> 11 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Leu Ala Phe Arg Glu Gly Thr lie Asn Val 
15 10 



<210> 12 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Thr Leu Ala Ser His Ser Thr Lys Thr Asp 
15 10 



<210> 13 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Leu Gin Arg Asp lie Ser Glu Met Phe Leu 
15 10 



<210> 14 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ala lie Trp Gly Gin Asp Val Thr Ser Val 
1 5 10 



<210> 15 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 15 

Ala Leu Trp Gly Gin Asp Val Thr Ser Leu 
15 10 
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<210> 16 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Ala Met Trp Gly Gin Asp Val Thr Ser Val 
15 10 



<210> 17 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Ala Met Trp Gly Gin Asp Val Thr Ser Leu 
15 10 



<210> 18 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Ala lie Trp Gly Gin Asp Val Thr Ser Leu 
15 10 



<210> 19 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Ala Leu Trp Gly Gin Asp Val Thr Ser Val 
15 10 



<210> 20 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 20 

gccacctggg gacaggatgt cacctcggtc 



<210> 21 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 21 

gccctgtggg gacaggatgt cacctcggtc 



<210> 22 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 22 

gccctgctgg tcctggtctg cgtcctggtc 



<210> 23 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 23 

accatctcgg atgtctcggt ctcggatgtc 



<210> 24 
<211> 30 
<212> DNA 

<213> Homo sapiens 



<400> 24 

gccctggcca tcgtctacct gatcgccctg 



<210> 25 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 25 

gtcctggtcg ccctggccat cgtctacctg 



<210> 26 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 26 

tacctgatcg ccctggccgt ctgccaatgc 



<210> 27 
<211> 30 
<212> DNA 
<213> Homo 



sapiens 



<400> 27 

tggggacagg atgtcacctc ggtcccagtc 



<210> 28 

<2L1> 30 

<212> DNA 

<213> Homo 



sapiens 
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<400> 28 

agagaaggta ccatcaacgt ccacgatgtc 



30 



<210> 29 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 29 

ggcacccagt ctcctttctt cctgctgctg 30 



<210> 30 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<210> 31 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 31 

actctggcct cgcactcgac caagaccgat 3 0 



<210> 32 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<210> 33 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 33 

gccatctggg gacaggatgt cacctcggtc 



<210> 34 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 30 

ctggccttca gagaaggtac catcaacgtc 



30 



<400> 32 

ctgcaaagag atatctcgga aatgttcctg 



30 



<400> 34 

gccctgtggg gacaggatgt cacctcgctg 



30 
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<210> 35 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 35 

gccatgtggg gacaggatgt cacctcggtc 



<210> 36 
<21L> 30 
<212> DNA 

<213> Homo sapiens 
<400> 36 

gccatgtggg gacaggatgt cacctcgctg 



<210> 37 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 37 

gccatctggg gacaggatgt cacctcgctg 



<210> 38 
<211> 9 
<2L2> PRT 

<213> Homo sapiens 
<400> 38 

Tyr Leu Ser Gly Ala Asp Leu Asn Leu 
1 5 



<210> 39 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Tyr Arg Pro Gly Glu Asn Leu Asn Leu 
1 5 



<210> 40 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 40 

Val lie Ser Asn Asp Val Cys Ala Gin Val 
15 10 
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<210> 41 

<211> 1548 

<212> DNA 

<213> Homo sapiens 

<400> 41 

atgacaccgg gcacccagtc tcctttcttc 
gttacgggtt ctggtcatgc aagctctacc 
cagagaagtt cagtgcccag ctctactgag 
ctctccagcc acagccccgg ttcaggctcc 
gccccggcca cggaaccagc ttcaggttca 
gtaccagtta ctagaccagc tttaggtagc 
gctcctgata ctcgtccagc tcctggcagt 
gcacctgata caagacctgc acctggatct 
gcgcccgata cgcgccccgc tcccggtagc 
gcacccgata cccggccggc acccggaagt 
gcgccagaca ctcgacctgc gccagggtcg 
gctcctgaca caaggccagc cccagctagc 
gctaccacaa ccccagccag caagagcact 
actcctacca cccttgccag ccatagcacc 
acggtacctc ctctcacctc ctccaatcac 
tctttctttt tcctgtcttt tcacatttca 
cccagcaccg actactacca agagctgcag 
tataaacaag ggggttttct gggcctctcc 
gtacaattga ctctggcctt ccgagaaggt 
ttcaatcagt ataaaacgga agcagcctct 
gtgagtgatg tgccatttcc tttctctgcc 
atcgcgctgc tggtgctggt ctgtgttctg 
ttggctgtct gtcagtgccg ccgaaagaac 
gatacctacc atcctatgag cgagtacccc 
cctagcagta ccgatcgtag cccctatgag 
ctctcttaca caaacccagc agtggcagcc 



ctgctgctgc tcctcacagt gcttacagtt 60 
ccaggtggag aaaaggagac ttcggctacc 120 
aagaatgctg tgagtatgac aagctccgta 180 
tccaccactc agggacagga tgtcactctg 240 
gctgccttgt ggggacagga tgtcacctcg 3 00 
acagcacctc ctgctcatgg agtaactagt 360 
actgcaccac cggcacatgg cgtaacatca 420 
acagcgccgc ctgcgcacgg agtgacatcg 480 
accgcaccgc ccgcccacgg tgttacaagt 540 
accgctccac ctgcacacgg ggtcacaagc 600 
actgcccctc cggcgcatgg tgtgacctca 660 
actctggtgc acaacggcac ctctgccagg 720 
ccattctcaa ttcccagcca ccactctgat 780 
aagactgatg ccagtagcac tcaccatagc 840 
agcacttctc cccagttgtc tactggggtc 900 
aacctccagt ttaattcctc tctggaagat 960 
agagacattt ctgaaatgtt tttgcagatt 102 0 
aatattaagt tcaggccagg atctgtggtg 1080 
accatcaatg tccacgacgt ggagacacag 114 0 
cgatataacc tgacgatctc agacgtcagc 1200 
cagtctgggg ctggggtgcc aggctggggc 1260 
gttgcgctgg ccattgtcta tctcattgcc 1320 
tacgggcagc tggacatctt tccagcccgg 1380 
acctaccaca cccatgggcg ctatgtgccc 1440 
aaggtttctg caggtaatgg tggcagcagc 1500 
acttctgcca acttgtag 1548 



<210> 42 

<211> 515 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Met Thr Pro Gly Thr Gin Ser Pro Phe Phe Leu Leu Leu Leu Leu Thr 
15 10 15 

Val Leu Thr Val Val Thr Gly Ser Gly His Ala Ser Ser Thr Pro Gly 
20 25 30 

Gly Glu Lys Glu Thr Ser Ala Thr Gin Arg Ser Ser Val Pro Ser Ser 
35 40 45 

Thr Glu Lys Asn Ala Val Ser Met Thr Ser Ser Val Leu Ser Ser His 
50 55 60 

Ser Pro Gly Ser Gly Ser Ser Thr Thr Gin Gly Gin Asp Val Thr Leu 
65 70 75 80 

Ala Pro Ala Thr Glu Pro Ala Ser Gly Ser Ala Ala Leu Trp Gly Gin 
85 90 95 
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Asp Val Thr Ser Val Pro Val Thr Arg Pro Ala Leu Gly Ser Thr Ala 
100 105 110 

Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro 
115 120 125 

Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr 
130 135 140 

Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser 
145 150 155 160 

Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr Ala Pro Pro Ala His 
165 170 175 

Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr Ala 
180 185 190 

Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro 
195 200 205 

Gly Ser Thr Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr 
210 215 220 

Arg Pro Ala Pro Ala Ser Thr Leu Val His Asn Gly Thr Ser Ala Arg 
225 230 235 240 

Ala Thr Thr Thr Pro Ala Ser Lys Ser Thr Pro Phe Ser lie Pro Ser 
245 250 255 

His His Ser Asp Thr Pro Thr Thr Leu Ala Ser His Ser Thr Lys Thr 
260 265 270 

Asp Ala Ser Ser Thr His His Ser Thr Val Pro Pro Leu Thr Ser Ser 
275 280 285 

Asn His Ser Thr Ser Pro Gin Leu Ser Thr Gly Val Ser Phe Phe Phe 
290 295 300 

Leu Ser Phe His lie Ser Asn Leu Gin Phe Asn Ser Ser Leu Glu Asp 
305 310 315 320 

Pro Ser Thr Asp Tyr Tyr Gin Glu Leu Gin Arg Asp lie Ser Glu Met 
325 330 335 

Phe Leu Gin lie Tyr Lys Gin Gly Gly Phe Leu Gly Leu Ser Asn lie 
340 345 350 

Lys Phe Arg Pro Gly Ser Val Val Val Gin Leu Thr Leu Ala Phe Arg 
355 360 365 

Glu Gly Thr lie Asn Val His Asp Val Glu Thr Gin Phe Asn Gin Tyr 
370 375 380 



Lys Thr Glu Ala Ala Ser Arg Tyr Asn Leu Thr lie Ser Asp Val Ser 
385 390 395 400 
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Val Ser Asp Val 



Pro Gly Trp Gly 
420 

Leu Ala lie Val 
435 

Lys Asn Tyr Gly 
450 

Pro Met Ser Glu 
465 

Pro Ser Ser Thr 



Gly Gly Ser Ser 
500 



Pro Phe Pro Phe 
405 

lie Ala Leu Leu 



Tyr Leu lie Ala 
440 

Gin Leu Asp lie 
455 

Tyr Pro Thr Tyr 
470 

Asp Arg Ser Pro 
485 

Leu Ser Tyr Thr 



Ser Ala Gin Ser 
410 

Val Leu Val Cys 
425 

Leu Ala Val Cys 



Phe Pro Ala Arg 
460 

His Thr His Gly 
475 

Tyr Glu Lys Val 
490 

Asn Pro Ala Val 
505 



Gly Ala Gly Val 
415 

Val Leu Val Ala 
430 

Gin Cys Arg Arg 
445 

Asp Thr Tyr His 



Arg Tyr Val Pro 
480 

Ser Ala Gly Asn 
495 

Ala Ala Thr Ser 
510 



Ala Asn Leu 
515 



